.2 Pollen records for the Alps. For each site the oldest dated pollen record is given ( 14 C cal. yr BP, rounded to 500 years; van der Knaap, 2007) . Veratrum pollen data are scarcely available and, because of its wider distribution, mostly attributed to V. album. However, V. nigrum, cannot be excluded. For additionally published Veratrum pollen data see Burga & Perret (1998) and van der Knaap & van Leeuwen (1997) .
Population managed (a) area (b) Evanno et al. (2005 , Mol. Ecol, 14, 2611 -2620 suggests a higher optimal group number when more iterations were run (e.g., K = 7, 9, and 12 for all individuals, panel a) or K = 6 and 8 for the European core individuals, panel b). We are thus confident, that the clusters identified for K = 12 [panel (a); cf. K = 8 panel (b)] represent well the genetic structure and levels of admixture in our sample. Levels of admixed origin of individuals are indicated with : values much smaller than 1 imply that individuals mostly originate from a single population, i.e. no or very low levels of admixture. All STRUCTURE plots were created with the program DISTRUCT (Rosenberg 2004, Mol. Ecol. Notes, 4, 137-138) . Panel (c) shows a table with analysis of molecular variance (AMOVA) inferred fixation indices (cf. Fig. 5 ) for groups recovered by STRUCTURE on European core individuals. However, individuals were excluded from these analyses if they have been assigned to a different cluster than the majority of the other individuals of a given population (e.g. individuals of group 4). Additionally we provide below each fixation index (in brackets) values from analyses with the same set of individuals and group number (K) but for clusters identified by spatial analysis of molecular variance (SAMOVA) (Fig. 5) .2 Spatial analysis of molecular variance (SAMOVA) for a given number of a priory defined groups, K. At the bottom, numbers for predefined regions and populations (see also Table 1 ). To the right, indices based on hierarchical analyses of molecular variance for the various population groups: F ST = among-population differentiation, F SC = differentiation among populations within groups, F CT = differentiation among groups. Grey shading: groups that separated from the remaining populations, light grey shading: groups that did not agree with predefined mountain regions.
